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SUBJECT

Description of PolySULFOETHYL A, SCX of peptides, and
SCX-RPC sequence for complex mixtures.

SCX of peptides.

Ion-exchange HPLC of peptides.
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HILIC.

SCX in synthetic peptide analysis.

Purif. of peptides for sequencing from digest of UDP-glucose
dehydrogenase.
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Disulfide-linked peptides; SCX & MALDI-MS.

Effect of temperature on protein retention times in cation-
exchange.

Effect of temperature on protein bandwidth in cation-
exchange.

a) Protocol for SCX of peptides; b) Purif. of crude synthetic
Calcitonin Gene-Related Peptide (8-37).

Identification of phosphorylation sites in calmodulin.

Isoln. of plasminogen fragments covalently linked (y-Glu —»
e-Lys) by transglutaminase treatment.

SCX of peptides: Hydrophilic & hydrophobic mixed-mode
effects.

Purif. of bovine tracheal antimicrobial peptide (a B-defensin)
from transgenic mouse milk.

Isoln. of pleurocidin, an antimicrobial peptide from flounder
skin.

SCX-HPLC as a tool for characterization and purif. of
peptides.

Introduction of shotgun proteomics: SCX-RPC
capillaries for direct MS/MS analysis of protein complexes.

Purif. of human type II phospholipase A2 from CHO cells
(SCX-RPC sequence) .

Isoln. via SEC-SCX-RPC of a 17-residue peptide mediating
glycolipid-induced tobacco protoplast proliferation in vitro.

Purif. of cobalt complexes of zinc finger peptides.
Purif. of complex of rhenium with a-MSH.

Isoln. and ident. of degradation products of pramlintide
(an amylin analoq).

Isoln. and ident. of cyclic imide and deamidation products
of pramlintide.

Isoln. of 19 basic, proline-rich peptides from human saliva;
relationship to dental decay.

Proteomics tools: Analysis of 2-D gel spots

Proteomics analyses using a SCX-RPC-MS/MS setup.

Introduction of ICAT® (Isotope-Coded Affinity Tags) for
analysis of complex protein mixtures.
Review of ICAT™ and proteomics.

Selective isoln. of C-terminal tryptic peptides from flavivirus
NS1 protein.

Purif. of chymotryptic peptides of gum arabic glycoprotein
via a SCX-RPC seguence.

Purif. of recomb. midkine neurotrophic factor.

Isoln. from tobacco of RALF, a polypeptide hormone that
arrests root growth & devel.

Proteomics: SCX-RPC for identification of proteasomal
proteins.

Proteomics: Assessment of SCX-RPC-MS/MS for proteomics
analyses.

Proteomics: Identification of ICAT-labelled yeast proteins via
ICAT labelling and SCX (offline)-RPC-MALDI QTOF MS.

Proteomics: Comparison of yeast protein and mRNA content
changes (ICAT used).

Proteomics identification of proteins in the large subunit of
bovine mitochondrial ribosome (ICAT used).

Proteomics: A tutorial.
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Purif. of a B-1,6-glucanase from Streptomyces sp. EF-14.

MuDPIT and other approaches to proteomics of complex
mixtures.

Proteomics of microsomal proteins via ICAT.

Multiplexed capillaries for fast proteomics throughput.
Proteomics of human plasma; identification of 490 proteins.

Effect of residue substitution on structure of heterodimeric
two-stranded a-helical coils.
Proteomic analysis of human cilia.

Selective ICAT labeling and detection of membrane proteins
without antibodies.

Isoln. of homocysteine thiolactone from acid hydrolyzates of
human plasma proteins.

Isoln. of tryptic fragments of HSA with benzyl penicilloyl-
groups attached.

RPC-SCX purif. of CCK-58.

Isoln. of the disulfide-linked tryptic fragment from NS1
protein from Murray Valley encephalitis virus via RPC-SCX.

Use of a PolySULFOETHYL A cartridge to clean up a
radioactive lys-lys derivative.

Purif. of two peptides from soybean that regulate sucrose
synthase.

Selective isoln. of disulfide-linked peptides from CNBr-
tryptic digest of the complex of pregnancy-associated
plasma protein-A and eosinophil major basic protein.

Proteomics of yeast - number of proteins identified and
quantified: A) RPC only: 34. B) SCX-RPC: 245. - SCX-RPC is
better.

Isoln. of thymic peptides that enhance activity against HIV
by stimulating CD8+ T cells.

Proteomics of yeast via SCX-RPC: ID of 7537 peptides from
1504 proteins.

Proteomics of Arabidopsis thaliana chloroplast membranes:
ID of 392 proteins via offline SCX-RPC-MS.

Proteomics via ICAT of P. aeruginosa grown under
magnesium limitation: ID of 1331 proteins, 145 related to
Mg+2 limitation.

Systematic exploration of variables in the SCX step of SCX-
RPC-MS for peptides.

Proteomics of ubiquitination in yeast: ID of 1,075 proteins
with 110 ubiquitination sites.

Proteomics of the low mol. wt. components of serum: > 340
proteins identified.

Proteomics of E. coli grown on different carbon sources.

ID via SCX-RPC-MS of > 100 peptides in desalted urine
samples.
Analysis of homocysteine thiolactone from plant extracts.

Proteomics of mouse liver mitochondrial inner membrane;
ID of 182 proteins.

Purif. of three isoforms of chrysophsin, an antimicrobial
peptide from gills of the red sea bream fish.

Purif. of wound signal peptides from tomato leaves via RPC-
RPC-SCX-RPC-RPC.
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Isoln. from calf lens protein of a pyridinium deriv. of lysine
(an advanced glycation endproduct).
Same pyridinium deriv. of lysine as S101.

Isoln. of indolicidin with a Trp-Trp crosslink.

Proteome vs. the transcriptome of E. coli; 1,147 proteins
identified.

Evaluation of a capillary RPC monolith in the SCX-RPC
sequence for proteomics.

M. tuberculosis proteome; 2-D electrophoresis vs. ICAT with
SCX-RPC.

Simultaneous isoln. and labelling of Cys-containing
peptides from a tryptic digest via covalent
chromatography with subsequent SCX-RPC fractionation.

Isoln. of elafin, an elastase inhibitor.
Isoln. of xenin from gastric mucosa & effect on pancreas.

Analysis of urinary peptides.

Purif. of enteric p-defensin.

Purif. of peptide spider toxin DW13.3.

Separation of tryptic fragments of thyroglobulin.

Analysis of pyridostigmine in plasma via SCX/HILIC-ESI-
MS.

SCX-RPC isoln. of measles virus peptides from blood.
Proteomics of plasma membrane of human epidermis.

2-D LC detection of N-terminally ubiquitinated peptides from
ERK3.

Analysis of human serum proteome via 2-D LC.

The human plasma proteome (a nonredundant list)

The transcriptome and quantitative proteomics of yeast
response to mating pheromone.

Quantitative proteomic & transcriptional response of
follicular lymphoma cells.

Proteomics of cortical neuron.

Incongruent expression of transcription and proteomic
response in different cells.

Introduction of iTRAQ®: Proteomics of yeast.

Very long, high-resolution SCX capillary with very
reproducible proteomics results with plasma.

Proteomics of K562 erythroleukemia cells: Improved peptide
validation algorithm.

Enrichment in cysteine-containing peptides via
covalent chromatography as an alternative to ICAT for
proteomics.

Improved data processing to improve peptide identification
in proteomics.

Development of a multidimensional LC-MS system for
proteomics, with a yeast model sample.

Chromatofocusing of proteins and peptides on
PolySULFOETHYL A columns.

Peak capacity in 2-D LC investigated (with suboptimal
gradients).

Selective isoln. of phosphopeptides from tryptic digests
of Hela cell nuclear proteins using PolySULFOETHYL A with
200-A pores.

Selective isoln. of phosphopeptides from embryonic
mouse brain using PolySULFOETHYL A with 200-A pores.

Proteomics of intestinal epithelial cell response to E. coli.

Proteomics of metabolic regulation by copper ions in
Methylococcus capsulatus .

Proteomics of human mammary epithelial cells. Intact
proteins sep'd. via SEC prior to digestion. Number of
peptides i.d.'d in each SCX fraction is almost
independent of the humber of peptides present.
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2-D LC analysis of human plasma proteome.

Correlation of peptide retention time in LC with identification
in proteomics.

Proteomic analysis of murine natural killer cell microsomal
membrane proteins.

Riboproteomics of Hepatitis C virus ribosomal entry site.

2-D LC proteomics of human saliva.

Redox proteomics: ICAT identification of oxidant-sensitive
cysteines in complex protein mixtures.

Proteomics of membrane proteins from breast cancer cell
lines MCF7 and BT474.

Proteomic identification of Six4 as the Trex-binding factor in
the muscle creatine kinase enhancer.

Derivatization of lysine residues in HSA by homocysteine is
affected by cross-talk with a cysteine residue.

Urinary excretion of homocysteine-thiolactone in humans.

Proteomics of neoplastic prostate epithelium.
Isoln. from urine of protease inhibitors elafin and bikunin.

Statistical tools for data analysis in ICAT.

Purif. of nonsulfated cholecystokinin-58 from canine
intestine.

Optimization of an automated microscale system for 2-D LC
in proteomics.

ICAT analysis of fibroblast nuclear proteins after stimulation
with heparan sulfate.

Proteomics of hepatoma cells; even a little predigest
fractionation of intact proteins increases peptide
identification dramatically in shotgun proteomics.
RPC-SCX-RPC proteomics analysis of P. gingivalis bacteria.

RPC-SCX sequence for isoln. of bombesin-like peptide from
ratfish.
Isoln. of tracheal antimicrobial peptide via SEC-SCX-RPC.

Isoln. of magainins from stomach of Xenopus .

Isoln. of marker peptides of aggrecan from cartilege
explants via SAX-SCX-RPC.

More aggrecan peptide isoln.

Isoln. of chlorotoxin from scorpion venom via RPC-SCX.

Purif. of a heterodimer of brain-derived neurotrophic factor
& neurotrophin-3.
SCX analysis of crude synthetic lipopeptide adjuvants.

Purif. of synthetic calmodulin-binding peptide from
adenvylate cyclase from pertussis.

Purif. of an HIV-1 protease.

Isoln. of synthetic peptides from adenylate cyclase from
pertussis.

Isoln. of fungal xylanases.

Purif. of fungal xylosidase & arabinosidase via SCX-HIC.
Purif. of synthetic Plasmodium peptides via SEC-SCX-RPC.
SCX-RPC-MS of the tryptic fragments of human inter-a-
inhibitor heavy chains.

Purif. of fungal glucanases via SCX-HIC.

Isoln. of fungal polygalacturonase via WAX-SCX-HIC.

Analysis of blasticidin S & its derivatives.
Proteomics of lipid rafts.
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SCX-RPC in potential mass tags for proteomics.

Gastric carcinoma proteomics [NOTE: > 80% of the
peptides eluted from SCX in single fractions]

IEF vs. SCX of tryptic digests [NOTE: Results were similar].

CEC of basic compounds: SCX-HILIC was better than RPC.

Purif. of synthetic analogs of calcitonin gene-related
peptide.

Isoln. of viomycin, an antitubercular.

Cleavable ICAT tag to improve peptide i.d.'s

Proteomics of macromolecular complexes.

Isoln. of rapid alkalinization factor peptides from poplar cell
cultures.

Pressurized CEC: SCX-HILIC & RPC for peptides.

MuDPIT analysis of ubiquitin affinity-extracted proteins.

2-D nanoLC-MS for proteomics.

Nuanced discussion of false positives & factors
affecting successful i.d.'s in SCX-RPC.

Use of an SCX guard cartridge in SCX-RPC of crosslinked
membrane protein digests.

MuDPIT of lung vascular endothelial cells.
Improvements in ICAT quantitation.

Proteomics for biomarkers of rheumatoid arthritis.
Proteomics of low mol. weight mouse serum.

Identification of a human leukocyte presented peptide from
vaccinia virus.

SCX-RPC-MS identification of peptides presented by
diabetogenic MHC molecules.

4214 proteins i.d.'d in a cultured liver cell line infected with
hepatitis C virus, including viral proteins.

iTRAQ reaction mix cleanup on a PolySULFOETHYL A
cartridge.

Cleanup of iTRAQ reaction mixture in proteomics of a kinase
complex in C. albicans .

SCX-RPC to get nitrotyrosine peptides from peroxynitrite-
inactivated IDO.

2-D LC proteomics of M. tuberculosis .

SCX used to purify synthetic mosquito natriuretic peptide
from Arg deletion sequences.

Phosphopeptides from post-synaptic density:
identification via SCX-RPC vs. IMAC-RPC.

ICAT analysis of mouse hepatic proteome; effect of drug-
induced liver disease.

HPLC assay of attack of aminopeptidase P on bradykinin and
its metabolites.

Microfluidic device: 2-D LC provides 2-3x more
sequence coverage than 1-D LC, even with only 8 SCX
fractions collected.

Online multidimensional system: 2-D LC yielded 2x more
protein i.d.'s than did 1-D LC.

Proteomics: Tagging peptides in SCX fractions with Alexa
Fluor 350 (at N-term.) or guanidine (at Lys) increases
protein i.d.'s 30%.

Proteomics: Filtering criteria for peptide i.d.'s tested with
lysates & plasma.

ICAT analysis of proteins from healthy & infected Atlantic
salmon.

iTRAQ & ICAT search for cancer markers from endometrial
tissue.

Proteome of the Antarctic archaeon M. burtonii .
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SCX for capturing peptides without His or Arg after deriv. of
a- and e-amino groups.

RPC-SCX-RPC triphasic capillary for MuDPIT.

2-D LC proteomics of Drosophila melanogaster; 73% of
peptides eluted in single SCX fractions.

Proteomics of membrane proteins from breast cancer cell
lines MCF7 and BT474 with solid-phase mass tagging.

Depletion of abundant proteins from serum increases
the number of proteins identified significantly but
also causes the loss of some proteins of low
abundance.

Comparison of SCX vs. SAX fractionation of peptides for 2-D
LC proteomics.

Proteomics of normal vs. cancerous breast cell lines.

1.D. of 303 N-glycoproteins in plasma: Capture with
hydrazide resin, digestion, & release with PNGAse F,
followed by SCX fractionation.

2-D LCi.d.'d 13 peptides from measles virus presented by B-
cells. Offline SCX was superior to online SCX. Identities of
the 13 peptides were confirmed by running synthetic
versions by SCX.

Proteomics of microbes: Repeating 1-D LC 5-6x yielded
about as many peptide i.d.'s as did 2-D LC [NOTE: SCX
conditions used seem suboptimall.

SCX of tryptic digests online with increasing salt & pH
gradients; correlation of the SCX elution profile with
the number of charged residues and their location in
the peptide.

2-D LC of peptides: Comparison of SCX, SEC, HILIC, and RP
[NOTE: SCX conditions used were suboptimal, leading to
unnecessarily early elution of many peptides and clustering
of most of them].

ICAT of endothelial cells; 96 SCX fractions collected.

Phosphotyrosine signaling networks in squamous cells; SCX-
RPC with cleavable ICAT tags.

tBOC GABA NHS ester used to tag peptides iTRAQ-style;
SCX used to fractionate peptides not retained by IMAC

Nuanced handling of SCX reproducibility issues.
Protein changes correlated with mRNA expression.
SCX-RPC of digest from B cell membranes: 64% overlap in
proteins i.d.'d between replicate runs.

ICATcher for detection of light/heavy peptide pairs
independent of sequence databases.

MuDPIT trap prior to RPC capillary; evaluated with Jurkat T-
cell proteome.

Proteomics of tsetse fly midgut proteins; SCX-RPC
compared with 2-D gels.

Multistep mass tagging & 2D-LC of peptides with breast
cancer cell lines.

Comparison of SCX with immobilized pH gradient
(IPG) IEF of peptides. IPG yielded somewhat more
i.d.'s but took much longer.

Proteomics of renal plasma membrane; top-down vs.
bottom-up methods.

Proteomics of endometrium.

Cleavable ICAT tag for removing biotin prior to MS.
Identification of 32 inflammation-associated proteins in
plasma.

identification of proteins secreted by human neonatal
fibroblasts (@ stem cell maintenance).

Covalent chromatography used to capture cysteinyl
peptides from mammary epithelial cells; 4294
proteins i.d.'d.

Proteomics of Lyme disease spirochete.
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Sun et al., Proteomics 5 (2005) 4994.
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Dux et al., Prot. Exp. Purif. 45 (2006) 359.
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Trinidad et al., Mol. Cell. Prot. in press, Feb. 1, 2006

Molecular weight cutoff spin filters: Assessment of retained
proteins via trypsinization & 2D-LC.

Proteomics of B. infantis bacteria.

Proteomics of yeast lysates via 5 alternative approaches.
SDS-PAGE followed by MuDPIT identified 1024 proteins
[NOTE: PolySULFOETHYL A was misidentified as
"PolvHYDROXYETHYL A"1.

iTRAQ of E. coli proteins. Unusually efficient; ~ 60 proteins
i.d.'d per HPLC fraction collected, including one with only ~
20 copies per cell but i.d.'d by 3 peptides.

Comparison of 8 alternative proteomics approaches
with regard to i.d.'s and amount of work involved.

ICAT proteomics of synaptosomes.

Comparison of 5 alternative proteomics analyses of
human serum.

Proteomics of microsomes from lymphoblasts; IL-12 down-
regulation of proteins.

Urine proteome: 2-D LC was superior to 1-DE + 1D-LC
[NOTE: This group identified ~ 50% more proteins using
PolySULFOETHYL A than did a group that used BioBasic SCX
(Ru et al., J. Chromatogr. A, 1111 (2006) 166)].

2D-LC characterization of neuropeptides in rat brain [NOTE:
PolySULFOETHYL A was markedly more hydrophilic
than three other SCX materials with peptides].

SCX-RPC for isoln. of allopeptides from MHC chains.
In-process assay for purity of a recombinant fragment of
botulinum neurotoxin.

Covalent chromatography used to capture cysteinyl
peptides from mouse brain; 7792 proteins i.d.'d
[NOTE: Interesting graph of pI vs. #proteins for
entire mouse proteomel.

Proteomics of membrane proteins from leukemia cells;
comparison of extraction methods.

SCX elution rules in proteomics.

SCX of bradykinin analogs from smooth muscle in kinin
receptor studies.

Affinity tag isolation of crosslinked protein complexes;
application to proteasomes.

Affinity tag isolation of ubiquitinated proteins.
Identification of phosphopeptides from postsynaptic
density digests via SCX-IMAC-RPC. 88 SCX fractions
collected; 998 phosphopeptides i.d.'d.
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SUBJECT

Introduction of HILIC for HPLC of polar compounds.
Peptide HILIC on PolyHYDROXYETHYL A and
PolySULFOETHYL A (same ref. as S16).
Size-Exclusion HPLC of a conotoxin peptide.

Size-Exclusion HPLC of small solutes.
Lactic acid stimulates B-cell growth.

HILIC, SEC, and SCX of recombinant antistasin with a
preproleader sequence same ref. as S18).

Isoln. of carcinoembryonic antigen glycopeptides by HILIC,
with mass spec. sequencing.

HILIC of phosphorylated peptides and tyrosine kinase
reaction mixtures.

SEC of gymnosperm Ser-Hyp4 motif protein (same ref. as
S26).

HILIC of methylphosphonate oligonucleotides.

Purif. of biotinylated VIP analog.

HILIC of mitochondria proteins from SDS-PAGE gel bands.
Removal of SDS from proteins via capillary HILIC.

HILIC of glucuronides of diosmetin.
Assay of ATPase activity by HILIC.
Removal of SDS and salts from electroeluted proteins.

Purif. of saponins by HILIC.

PolyGLYCOPLEX for HILIC of complex carbohydrates.
HILIC for removal of SDS, Triton X-100, and Nonidet
P40 from peptides on-line for LC-MS.

HILIC of intact proteins.

Purif. by HILIC of defensins.

HILIC of phosphorylated peptides from tyrosine kinase
reactions.

Isoln. of dihydroxyproline from mussel adhesive protein.

Fractionation of casein hydrolyzates by SEC.
Characterization by SEC of casein hydrolyzates.
SEC desalting of proteins for ES-mass spec.

Isoln. by RPC/HILIC of a diuretic hormone polypeptide from
mealworm (T. molitor).

HILIC of hydroxyproline-rich glycopeptides from Douglas Fir,
with MS to determine sites of arabinoside attachment.

HILIC of histones (using PolyCAT A).

HILIC of diastereomers of atosiban.

HILIC of nitrobenzyl- derivs. of oligo-saccharides on
PolyGLYCOPLEX.

Isoln. of yeast mitochondrial membrane proteins from 2-D
gels by HILIC.
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HILIC of acetylated histones (using PolyCAT A).

Isoln. of a hepatic growth stimulator by SEC; it's
glycerophosphorylethanolamine.

HILIC of phosphorylated histones using PolyCAT A (same
ref. as C64).

Analysis of protein and peptide samples that contain
detergents.

Analysis of the peptides GHK and KGHK in digests of SPARC
protein.

Separation of glycopeptides from digest of carcinoembryonic
antigen by RPC-HILIC.

CEX-HILIC of peptides (using PolySULF. A).

Purif. and analysis of the scrapie prion protein (using
PolyWAX LP) [same ref. as W5].

HILIC of deamidation and acetylation variants of H1 histone
(using PolyCAT A).

HILIC-ES-MS of small polar compounds in drug discovery
screens.

HILIC of coeluting glycopeptides from an RPC map of a
tryptic digest of recombinant y-interferon from a CHO cell
culture.

RPC-HILIC-CEX isolation of y-lipotropin and B-endorphin
from rat pituitary.

CEX-HILIC detects substitutions on the polar face of
amphipathic a-helical peptides; RPC, the nonpolar face
(PolySULF. A used).

CEX-HILIC vs. RPC for separation of variants of cyclic
peptides (Gramicidin S analogs) (PolySULF. A used).
Explains the principles and gives applications.

HILIC-MS combination for drug discovery.

HILIC-CEX can resolve peptides that vary in position of Ser-
acetylation (PolySULF. A used).

HILIC-MS/MS of underivatized amino acids in seeds; run
time of 6 minutes.

SEC of designed proteins @ packing interactions.

HILIC with PolyGLYCOPLEX of the carbohydrates from a GPI
anchor of Trypanosoma cruzi .

HILIC of small, polar peptide products from t-PA and
urokinase substrate cleavage.

HILIC of small, polar peptide products from a high-affinity
urokinase substrate library.

SEC of peptides generated by degradation of model proteins
by archaeal proteasomes.

SEC of peptides generated by degradation of model proteins
by mammalian proteasomes.

HILIC of urea, allantoin, and lysine pyroglutamate in
cosmetics.

HILIC of small molecules with coupled anion- and cation-
exchange columns.

Sepn. of Histone H1 variants by HILIC on PolyCAT A.

SEC analysis of peptide size in chickpea protein
hydrolyzates.

SEC of engineered helical proteins: distinguishing dimers
from tetramers.

HILIC of hydroxypropyl cyclodextrins.

HILIC of avian Histone H5; degree of N-term. acetylation
vs. age.

HILIC of NAD in cell extracts following use of HILIC SPE
cartridge to get rid of perchloric acid.

Purif. of synthetic 11-[3H]-tetrodotoxin.
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HILIC-MS for analysis of aminoglycoside antibiotic
residues.

Purif. of vascular endothelial growth factor-B.

SEC of small peptides in proteasome studies: their
fluorescamine derivs. elute more ideally.

HILIC of intact glucosinolates from broccoli.

HILIC and RPC of neutral N-glycans in rat brain tissue.

HILIC of N-linked glucose-capped oligosaccharides from
hemoglobins of a deep-sea tube worm.

HILIC-CEC of polar compounds (used PolySULF. A).
Measurement of folates and methotrexate in human
plasma using HILIC-MS/MS.

26S Proteasome studies: SEC of small peptides.

Analysis by HILIC on PolyGLYCOPLEX of an galactosyl
oligosaccharide used as an immune response blocker in
xenotransplantation.

SEC-RPC of a tryptic digest of superoxide dismutase.
HILIC analysis and SPE extraction of avoparcin from kidney
extracts.

SEC to isolate neural acetylcholinesterase (280 KDa) for
online assay.

Purification of sugar pyrazolone derivs.

SCX/HILIC purification of peptides to eliminate acetylated
serine impurities.

HILIC-CEC of peptides with PolySULFOETHYL A.
HILIC-SCX-RPC capillaries for 3-D proteomics analysis of
lens tissue proteins.

HILIC-MS/MS of nicotine and its metabolites in serum
or urine.

RPC vs. HILIC-SCX for separation of subst. helical peptides.

Prep-scale purif. of glucosinolates from seeds.
HILIC-SCX-RPC capillaries for 3-D proteomics analysis of
membrane proteins.

SEC of recombinant carbohydrate-binding protein 35.
Analysis via RPC-SEC-ESI-MS of bacilysin, chlorotetraine,
and iturin A produced by bacteria in fermented maize dough

HILIC of sucrose with ELSD detection.

HILIC-SCX-RPC capillaries for 3-D proteomics analysis of rat
proteins.

SEC of a single chain Fv antibody + strepavidin fusion
protein.

HILIC-CEC with PolySULFOETHYL A for anal. of basic drugs
in human serum.

Purif. of lipoglycopeptide antibiotics by HILIC.

SEC to follow degradation of post-proteasomal peptides.

SEC sepn. of tyrosine, isodityrosine, and di-isodityrosine in
extensin analog crosslink study.

HILIC vs. RPC for monitoring the polarity of amino acid side
chains in polar and nonpolar faces of amphipathic a-helices.

Triphasic MuDPIT capillary (HILIC on top) for proteomics of
Golgi proteins.

Detection of the prion protein in blood using HILIC
extraction in a fluorescence immunoassay.

HILIC vs. RPC in metabolomics.

Adenosine isolated from plasma via HILIC and shown
to reverse hemorrhagic shock by stimulation of Na/K
ATPase.

SEC isoln. of HyPro-rich fragments from potato lectin.
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Isoln. of Met-oxidized Neuropeptide Y from hippocampus.
HILIC of free amino acids from coral.

HILIC isoln.: Adenosine is pituitary cytotropic factor.
HILIC separation of oligonucleotides not resolved by RPC.

SPE-HILIC for separation of radioiodinated amyloid peptide
from the hot reagents used for the labelling.
Purif. of synthetic polar insect neuropeptides.

SEC purif. of nonproteinaceous bacterial respiratory factor.

SEC sep'n. of peptides from proteins: Purif. from lysates of
a-helical peptides taken up by cells.

HILIC of free amino acids in casein hydrolyzates [in
Portuguesel.

Isoln. of the antibiotic pentocin A via AEX-RPC-HILIC.

CEC of peptides is better via SCX-HILIC than by RPC.
CEC of basic drugs is better via SCX-HILIC than by RPC.

SEC of casein peptides in yogurt.

Elution of an SEC column with 50% formic acid: peptides
with N-term. pyroGlu eluted after Vt while the others eluted
before Vt.

SEC of casein papain hydrolyzates.

HILIC-MS of c-diGMP.

HILIC-MS used to analyze amino acids from islets extracts

SEC of E. coli protease digestion products: peptides of 6-8
residues.

HILIC-MS of trisaccharide libraries.

SEC sepn. of peptide epitopes & their complex.

HILIC-RPC purif. of o-glycopeptides from recIgA from corn.
HILIC analysis of hydroxylated atrazine from corn spraying.

Isoln. of a trimeric procyanidin by HILIC.

HILIC-MS of nicotine & cotinine in rat plasma.
Characterization by SEC of skim milk hydrolyzates.
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SUBJECT
Purif. of Interleukin-1 with PolyPROPYL A.
Prepn. and use of PolyPROPYL-, -ETHYL, and -METHYL A.

Hydrophobic-Interact. Chromat. (HIC) of proteins using
surfactants.

Purif. of tyrosine kinase from HL-60 cells.

Peptide HPLC: HIC vs. RPC.

Peptide HPLC; HIC vs. RPC.

HIC of lactalbumin: Denaturation and retention vs. temp.
and stationary phase.

Purif. of an interleukin-1 inhibitor.

Assay of recombinant human growth hormone with
various columns.
Purif. of a new class (Theta) of glutathione transferases.

Purif. of fibrinolytic enzymes from rattlesnake venom.
Purif. of platelet aggregation inhibitors from snake venoms.

Resoln. of isoforms of fibrinolytic enzyme from copperhead
snake venom.

Systematic study of column variability in HPLC of human
growth hormone derivative with PolyPROPYL A and other
columns.

Purif. of fibrinolytic enzymes from copperhead snake venom.

Isoln. of fibrinolytic fragments D-dimer, D1 & E with
PolyETHYL A.

Purif. of derivs. of B-lactamase and a murine Fab' antibody
fragment.

Sepn. of prostate-specific antigen from its pro- form after
conversion by kallekrein.

Sepn. of prostate-specific antigen from several pro- forms
and PSA-ACT complex.

Sepn. of prostate-specific human kallekrein 2 from its pro-
form.

Purif. of prostate-specific antigen from seminal plasma for
use in an immunoassay.

Isoln. of a clipped PSA variant (BPSA) correlated with
benign prostate disease.

Correlation of proPSA with prostate cancer.

Antibodies to BPSA and PSA don’t crossreact well.
Identification of BPSA in seminal plasma.

Purif. of GDP-fucose synthetase from E. coli.

Purif. of GDP-fucose synthetase from E. coli .

Purif. of recomb. SAG1 surface protein from Toxoplasma
gondii .

Purif. of prostaglandin-H E-isomerase from the nematode
Ascaridia .

Protein measurement in tears to determine their adhesion to
contact lenses and vials.

Isoln. of a growth-promoting factor for retinal pigment
epithelial cells via IEX-HIC-RPC.

Purif. of benign prostate-specific antigen (BPSA).
AEX-HIC purif. of phosphotransbutyrylase from C.
acetobutylicum .

Purif. by HIC of CoA transferase from C. acetobutylicum .

HIC of proenzyme forms of PSA in improved detection of
prostate cancer.

Purif. by HIC of holotransferrin tagged with artemisinin
for targeting cancer cells.
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Isoln. of soluble NSF attachment protein w.r. Golgi transport
vesicles.

Isoln. of rat spermatozoa surface glycoprotein in 95% purity
with a single HIC step.

Purif. of rec mouse adenosine deaminase from E. coli.

Isoln. of RNase from tomato in higher purity and activity
compared with CEX or RPC.

Isoln. of rat epididymal GPI glycoprotein CD52.

SPE-HIC used to get rid of low mol. wt. compounds from
peptides extracted from mouse heart.

Silver et al., Arch. Insect Biochem. Physiol. 51 (2002) HIC-WCX sequence used to isolate the Ig-degrading

136.
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protease from flea qut.

Purif. of PEGylated Interleukin-1.

Purif. in semi-RPC mode of insulin with palmitoyl group on N
term. of beta-chain.

SUBJECT

Preparation of the precursor of PolyWAX LP for anion-ex.
HPLC of proteins.

Purif. of acid-labile subunit (ex human serum) from insulin-
like growth factor binding complex.

Anion-exchange of proteins with packed capillaries.

Purif. of acid-labile subunit (ex rat serum) from insulin-like
growth factor binding complex.

Purif. and analysis of the scrapie prion protein (same ref. as
H40).

Analysis of phosphorothioate oligonucleotide analogs.

Rapid purif. of GC-rich PCR products by anion-exchange
instead of gels.

Use of a PolyWAX cartridge for desalting acyl carrier protein
with a volatile solvent.

Same as W8) but for pantothenate kinase.

PolyWAX LP for purification of poly(dC) oligonucleotides
and to analyze dNTP's.

Purif. of peptide-oligonucleotide conjugates.

Purif. of circular oligonucleotides.
Oligonucleotides: PolyWAX LP is more hydrophilic than

Biospher Q & exhibits greater sensitivity to base sequence
differences.



